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5. Seznam praci
a) védecké monografie

1) Faltynek, D. — Jastfembska, K. (2014): Soucet s nulou. Olomouc: Univerzita Palackého v Olomouci,
206 stran. ISBN 978-80-244-4349-2 (uchaze¢ je autorem 100 % textu, spoluautorka je autorkou
ilustraci)

2) Faltynek, D. (2013): Sémiotické primitivy v konstrukci gramatik. Testovdni gramatik jazyka a DNA.
Olomouc: Univerzita Palackého v Olomouci, 170 stran. ISBN: 978-80-244-3423-0. — upravena
1. kapitola Vyznam, vzduch a vyvoj a 2. kapitola Evolvovani Romana Jakobsona publikovana téz
v Markog, A. (ed.): Jazykovd metafora Zivého. Cerveny Kostelec: Pavel Mervart, 2010, s. 181-188
a 189-202.

recenze: Benes, M. (2013): Analogie jazyka a dna. Studie z aplikované lingvistiky — Studies in
Applied Linguistics, 2, s. 118-127.

3) Langer, J. — Andres, J. — BeneSova, M. — Faltynek, D. (2020): Quantitative Linguistic Analysis of Czech
Sign Language. Olomouc: Palacky University Olomouc.

Dalsi knizni tituly

4) Faltynek, D.: Co je nového v lingvistice. Praha: Nova beseda, 2017, 96 stran. ISBN 978-80-906751-4-
8.

recenze: Uhlifova, L. (2018): Co je v lingvistice nového. Nase fec, 101, 3, 176-181; Zumrik,
M. (2018): Co je nového v lingvistice. Jazykovedny Casopis, 69, 2, s. 265—268.

b) prace publikované v zahranicnich recenzovanych védeckcych casopisech a zahrani¢nich monografiich

5) Faltynek, D. — Matlach, V. — Lackov3, L. (2019): Bases are Not Letters: On the Analogy between the
Genetic Code and Natural Language by Sequence Analysis. Biosemiotics (10.1007/s12304-019-
09353-z) (WOS IF 1.527)

6) BeneSova, M. — Faltynek, D. — Zamecnik, L. (2018): Functional explanation in synergetic linguistics.
In: Wang, L. — Kéhler, R. — Tuzzi, A.: Structure, Function and Process in text, RAM-Verlag, s. 15-24.
(ISBN 978-3-942303-56-9).

7) Lackova, L. — Matlach, V. — Faltynek, D. (2017): Arbitrariness is not enough: towards a functional
approach to the genetic code. Theory Biosci. doi:10.1007/s12064-017-0246-1. (WOS IF 1.552)

8) BeneSova, M. — Faltynek, D. — Zdmecnik, L., H. (2016): Menzerath-Altmann Law in differently
segmented text. In: Tuzzi, A. — BeneSova, M. — Macutek, J.: Recent Contributions to Quantitative
Linguistics. De Gruyter Mouton, Berlin/Boston, 2015, s. 27-40.

9) Markos, A. — Faltynek, D. (2015): Language and Biosphere: Blurry Contours as a Condition of
Semiosis. In: Velmezova, E. — Kull, K. — Cowley, S., J.: Biosemiotic Perspectives on Language and
Linguistics. Springer, s. 29-45.

10) Markos, A. — Faltynek, D. (2011): Language Metaphors of Life. Biosemiotics, 2011, 2, 4, s. 171-200.
(WOS IF 1.527) — Ceskd mutace této stati Jazykovd metafora Zivota vysla v Markos, A. (ed.):
Jazykovd metafora Zivého. Cerveny Kostelec: Pavel Mervart, 2010, s. 189-202.

c) prace publikované v tuzemskych recenzovanych casopisech a kapitoly v tuzemskych monografiich
11) Owsiankova, H. — Kucera, O. — Faltynek, D. (2020): O pfibuznosti lingvistiky a biologie. Studie z
aplikované lingvistiky, 9, 1, s. 79-93.

12) Faltynek, D. (2020): Urcovani autorstvi mallivek ve snéhu. In: Faltynek, D. — Feftek, T. — Marcelli,
M. — Mikes, S. — Petticek, M. — Slovakova, A. — Vétrovcova, M. — Vybiral Z.: Esej Nové besedy — Cemu
verit? Praha: Nova Beseda. (v tisku)

13) Faltynek, D. — Lackovd, L. — Owsiankova, H. (2020): Once again about the hapax grammar -
Epigenetic Linguistics. Linguistic frontiers, 3, 1, 23-27.
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14) Owsiankova, H. — Kucera, O. — Faltynek, D. (2019): Genetic analysis of all cabbage and related
cultivated plants using Bag-of-words model. Linguistic frontiers, 1, 2, s. 122-132.

15) Faltynek, D. — Kucera, O. — Owsiankovd, H — Samajova, K. — Cizmarova, R. (2018): Navrat &inského
zeli do Evropy I.: O pavodu druhi. Novy Orient, 72, 2., s. 45-56.

16) Samajova, K. — Kudera, O. — Faltynek, D. — Matlach, M. (2016): Autenticita kung-paa v ¢eském
prostfedi: data-mining jidla. Novy Orient, 70, 3, s. 52-57.

17) Matlach, V. — Faltynek, D. (2016): Baze nejsou pismena. Studie z aplikované lingvistiky, 7, 1, s. 20-38.
— Publikovéno téz v: Faltynek, D. — Matlach, V.: Gramatiky DNA. Olomouc: Univerzita Palackého
v Olomouci, 2014, s. 31-54. ISBN 978-80-244-4341-6.

18) Faltynek, D. (2013): Ma tedy KrouZek sedmou publikaci. Bohemica Olomucensia, 4, s. 318—328.

19) Faltynek, D. (2013): Konstruovani gramatik DNA a proteosyntézy ze sémantické baze. In: Faltynek,
D. GvoiZdiak, V. (eds.): Tygramatika: Soubor studii vénovanych prof. Janu Kofenskému k 75.
narozenindm. Praha: Dokoran, s. 152—-184. — upravenda verze publikovana téz v: Faltynek, D. —
Matlach, V.: Gramatiky DNA. Olomouc: Univerzita Palackého v Olomouci, 2014, s. 55-84. ISBN 978-
80-244-4341-6.

20) Faltynek, D. (2013): There is no flag raised above Prague Castle. Czech and Slovak Linguistic
Review, 2, 2, s. 63—67.

21) Motalova, T. — Spécilova, L. — BeneSova, M. — Faltynek, D. — Kucera, O. (2013): An application of the
Menzerath-Altmann law to contemporary written Chinese. Czech and Slovak Linguistic Review, 3,
1,s.22-53.

22) Jasickova, A. — BeneSova, M. — Faltynek, D. (2013): An application of the Menzerath-Altmann law
to a sample produced by an aphasic patient. Czech and Slovak Linguistic Review, 3, 2, s. 4-27.

23) Schusterova, D. — Bene$ova, M. — Faltynek, D. — Kuéera, O. — S¢igulinska, J. (2013): An application of
the Menzerath-Altmann law to contemporary spoken Chinese. Czech and Slovak Linguistic Review,
3,1, s.54-73.

24) Faltynek, D. (2011): Comments on the case theories and its definition. Czech and Slovak Linguistic
Review, 1, 2, s. 105-117.

25) Faltynek, D. (2007): Samoorganizace feci? Nékolik poznamek k lingvistickému a biologickému
strukturalismu Slovo a slovesnost, 68, €. 1., s. 38—45. (ERIH PLUS; SCOPUS)

26) Faltynek, D. (2006): Postnewtonovska intertextualita. In: Pofizka, P. — Polach, P., V. (eds.): Tzv.
zdkladni vyzkum v lingvistice — desideratum, nebo realis? Olomouc: Univerzita Palackého
v Olomouci, s. 82—85.

27) Faltynek, D. (2005): Navrh experimentu vizualizace recepce. In: Fedrova, S. — Hejk, J. — Jedlickova,
A. (eds.): Krajina a dim, daleko a blizko, nahofe a dole. Praha: Univerzita Karlova v Praze —
Pedagogicka fakulta, s. 166—181.

28) Faltynek, D. (2004): Dlouhé sbohem kyberpunku. In: Pofizka, P. — Polach, P., V. (eds.): Vztah langue
a parole v perspektivé , interaktivniho obratu® v lingvistickém zkoumdni. Olomouc, s. 295-307.

d) prace publikované ve sbornicich konferenci, pokud jsou publikovany v plném rozsahu

26) Langer, J. — Andres, J. — BeneSova, M. — Faltynek, D. (2017): Testing czech sign language by
quantitative linguistic methods to increase teaching effectiveness. Conference: International
Technology, Education and Development Conference. DOI: 10.21125/inted.2017.1137

e) prace publikované v univerzitnich aktech a ostatni

27) Faltynek, D.: Sign concept adequacy in DNA and protein synthesis grammars. In.: Rattasepp, S. -
Bennett (eds.): Gatherings in Biosemiotics. Tartu: University of Tartu Press, p. 181.



28) Fialova-Firstova, |. — Faltynek, D.: Na FF UP se studuje filologie: diskuzni broZura o misté a funkci
studia filologie/filologii na FF UP v Olomouci. Olomouc: Univerzita Palackého v Olomouci, 2011.

f) ucebni texty (ucebnice, skripta)

29) Faltynek, Dan (2014): O védecké fantastice. Olomouc: Univerzita Palackého v Olomouci 2014. ISBN
978-80-244-4348-5. (opora ke kurzim Véda ve védecké fantastice a Fikce a realita teorie v praxi)

g) ediéni/redakéni €innost

30) Faltynek, D. — Gvozdiak, V. (eds.): Tygramatika: Soubor studii vénovanych prof. Janu Kofenskému
k 75. narozenindm. Praha: Dokoran 2013.

31) Petrli, M. — Nagy, M. — Faltynek, D. — Plhdkova, A. — Zamecnik, L. (eds.): Struny mysli. Kognice 2007.
Ostrava: Montanex, 2009.

h) populariza¢ni ¢lanky

32) Rozhovor s prof. Janem Kofenskym In: Leheckova, E. — Chromy, J.: Rozhovory s ceskymi lingvisty II.
Praha: Akropolis, 2009. (spolecné s E. Leheckovou)

33) Rozhovor s Nikolajem Savickym. In: Leheckovd, E. — Chromy, J.: Rozhovory s ¢eskymi lingvisty Il
Praha: Akropolis, 2009. (spole¢né s L. Veselym)

i) preklad

34) Jakobson, R.: Povaha Feéi In: Markos, A. (ed.): Jazykovd metafora Zivého. Cerveny Kostelec: Pavel
Mervart, 2010, s. 143—-158. (spole¢né s V. Gvozdiakem)

j) recenze

35) Rusek, D. — Faltynek, D. (2019): Robert C. Berwick — Noam Chomsky: Why Only Us: Language and
Evolution. Cambridge — London: The MIT Press. Slovo a slovesnost, 80, 340—-345.

36) Faltynek, D.: Pfedehra k transgresi. (recenze: Jan Kotensky: Clovék — Fe€¢ — poznani). Jazykovédné
aktuality, 2005, 17, 3/4, s. 47-50.

37) Faltynek, D.: Do bezvédomi (recenze: Josef Nesvadba: Peklo Benes): In: Aluze, 3, 2003.
38) Faltynek, D.: Udélejte si test (recenze: Peter Sulej: Elektronik kafé): In: Aluze, 2, 2002.

39) Recenzni ¢innost pro ¢asopis lkarie, internetovy denik Neviditelny pes, Hospodafské noviny v letech
2003-2006

k) heslo v encyklopedii

40) Jurka, M. — Faltynek, D. (2017): Forenzni lingvistika. In: Karlik, P. — Nekula, M. — Pleskalov4, J. (eds.):
Novy encyklopedicky slovnik ¢estiny. Praha: Nakladatelstvi lidové noviny.

1) report
41) BenesSova, M. — Faltynek, D. (2013). Report: Research activities at the Department of General

Linguistics of the Philosophical Faculty of Palacky University in Olomouc, Czech Republic.
Glottometrics, 25; 94-96.

m) preprint

42) Faltynek, D. — Matlach, V. — Owsiankova, H. (2020): Hapax legomena jako indikator autorského
stylu a formalni znak koheze textu. DOI: 10.13140/RG.2.2.16509.79847

43) Faltynek, D. — Matlach, V. (2020): Hapax remains: Authorial features of textual cohesion in
authorship attribution. DOI: 10.13140/RG.2.2.19865.24164

44) Faltynek, D. — Lackova, L. (2020): In the case of protosemiosis: Indexicality vs. iconicity of proteins.
DOI: 10.13140/RG.2.2.13679.46244



45) Faltynek, D. — Zamecnik, L. — Lackova, L. (2020): Quality and Quantity in Biosemiotics: Explanatory
power of quantitative approach. Sign Systems Studies (in press).

46) BenesSova, M. — Faltynek, D. — Zdmecnik, L. (2020): Explain the law: When the evidence is not
enough (in press)

6. Seznam ohlasti (citaci), které jsou obsazeny v zahraniénich nebo tuzemskych recenzovanych védeckych
nebo odbornych casopisech Ci statich (neuvadim autocitace ani nepfimé autocitace)

Lackovd, L. — Matlach, V. — Faltynek, D. (2017): Arbitrariness is not enough: towards a functional approach
to the genetic code. Theory Biosci. [Springer] doi:10.1007/s12064-017-0246-1.

1) Frank, D. (2019): Der Topos der Information in den Lebenswissenschaften. Springer, Verlag fir
Sozialwissenschaften (978-3-ISBN: 658-24697-6).

Faltynek, D: Co je nového v lingvistice. Praha: Nova beseda, 2017. ISBN 978-80-906751-4-8.

2) Uhlifova, L. (2018): Co je v lingvistice nového. Nase Fec, 101, 3, 176—181. (recenze)
3) Zumrik, M. (2018): Co je nového v lingvistice. Jazykovedny casopis, 69, 2, s. 265—-268. (recenze)

Benesova, M. - Faltynek, D. - Zdmecnik, L., H. (2016): Menzerath-Altmann Law in differently segmented
text. In: Tuzzi, A. — BenesSova, M. — Macutek, J.: Recent Contributions to Quantitative Linguistics. De Gruyter
Mouton, Berlin/Boston, 2015, s. 27-40.

4) Madutek, J. — Chromy, J. — Koséova, M. (2018): Menzerath-Altmann Law and Prothetic /v/ in Spoken
Czech, Journal of Quantitative Linguistics, Taylor and Francis, DOI:
10.1080/09296174.2018.1424493

Faltynek, Dan — Jastfembska, Klara: Soucet s nulou. Olomouc: Univerzita Palackého v Olomouci, 2014. ISBN
978-80-244-4349-2.

5) Uhlifova, L. (2018): Co je v lingvistice nového. Nase rec¢, 101, 3, 176-181. (recenze)

Faltynek, Dan (2011, 13): Sémiotické primitivy v konstrukci gramatik. Testovdni gramatickych popisi
jazyka a DNA. Olomouc: Univerzita Palackého v Olomouci, 169 s.

6) Simandl, J. (2019): K vykladu vyznamu slov zpolitizovany a politika. Nase fe¢, 102, 1-2, s. 5-24.

7) Braxatoris, M. (2014): Vyvin Miery Substantivnej Padovej Homonymie Vo Svetle Kvaziteleologickych
Principov. Jazykovedny ¢asopis, 65, 2, s. 152.

8) Benes, M. (2013). Analogie jazyka a dna. Studie z aplikované lingvistiky — Studies in Applied
Linguistics, 2, 118-127. (recenze)

| Markos, A. — Faltynek, D.: Language Metaphors of Life. Biosemiotics, 2011, 2, 4, s. 171-200.

9) Toman, J. — Flegr, J. (2018): Macroevolutionary Freezing and the Janusian Nature of Evolvability: Is
the Evolution (of Profound Biological Novelty) Going to End? May 2018 Biosemiotics 11(3):1-23
DOI: 10.1007/s12304-018-9326-y (s. 267)



10) Maran, T. (2017): Mimicry and meaning: structure and semiotics of biological mimicry.
(Biosemiotics 16). Berlin: Springer. (s. 5)

11) Adamson, J. - Gleason, A., W. — Pellow, N., D. (2016): Keywords for environmental studies. NYU
Press. (s. 30)

12) Svorcova, J. Distributed Heredity and Development: a Heterarchical Perspective. Biosemiotics
(2016) 9: 331. https://doi.org/10.1007/s12304-016-9276-1

13) Kull K., Velmezova E. (2015) Language, Linguistics: Life, Biosemiotics.... In: Velmezova E., Kull K.,
Cowley S. (eds) Biosemiotic Perspectives on Language and Linguistics. Biosemiotics, vol 13.
Springer, Cham (s. 5)

14) Sukhoverkhov, A., V. — Fowler, C., A. (2015): Why Language Evolution Needs Memory: Systems and
Ecological Approaches. Biosemiotics, 8, 47. https://doi.org/10.1007/s12304-014-9202-3. (s. 48)

15) Cowley, S., Vallée-Tourangeau F. (eds) (2013): Cognition Beyond the Brain. Springer, London. (s. 71-
92)

16) Barbieri, M. (2013): Organic Semiosis and Peircean Semiosis. Biosemiotics, 6,
https://doi.org/10.1007/s12304-012-9161-5. (s. 283)

17) Galik, D. (2013): Biosemiotics: A New Science of Biology? FILOZOFIA 68, 10, s. 859—86. (s. 865)

18) Weible, D. (2012): Ritualization and Exaptation: Towards a Theory of Hierarchical Contextuality?
Biosemiotics, 5, 211. https://doi.org/10.1007/s12304-011-9131-3

19) Linell, P. (2011): Are Natural Languages Codes? PERILUS 2011, Proceedings of Symposium on
Language Acquisition and Language Evolution, The Royal Swedish Academy of Sciences and
Stockholm University. (s. 48)

Markos, A. (ed.): Jazykovd metafora Zivého. Cerveny Kostelec: Pavel Mervart, 2010, s. 181-188. (Faltynek,
D. — spoluautor, soucasti publikace jsou dvé samostatné staté, jeden preklad a jedna spoluautorska stat,

podili se na copyrightu dila)

20) Galik, D. (2013): Biosemiotics: A New Science of Biology? FILOZOFIA 68, 10, s. 859-86. (s. 863)

Faltynek, D.: Samoorganizace reci? Nékolik poznamek k lingvistickému a biologickému strukturalismu
Slovo a slovesnost, 68, 2007. ¢. 1., s. 38—45.

21) Korensky, J. (2008): Teleologie jako jeden ze zakladnich pojm{ Prazského lingvistického krouzku?
Slovo a slovesnost 69/2008, 1-2 (s. 44-48).

22) Korensky, J. (2017): Teze PLK jako cesta k procesudlnim gramatikam slovanskych jazykd. SLAVIA
Casopis pro slovanskou filologii, 86, 2017, seSit 2—3 (s. 119-123).

Citace v diserta¢nich pracich a citace spoluautori:

Matlach, V. — Faltynek, D. (2016): Baze nejsou pismena. Studie z aplikované lingvistiky, 7, 1, s. 20-38. (ERIH
PLUS)




1) Lackovd, Ludmila. A Linguistic Approach to Protein Folding. Olomouc, 2018. disertacni prace (Ph.D.).
Univerzita Palackého v Olomouci, Filozoficka fakulta (s. 53)

Faltynek, Dan — Jastfrembska, Klara: Soucet s nulou. Olomouc: Univerzita Palackého v Olomouci, 2014. ISBN
978-80-244-4349-2.

2) Zamecnik, L. — Krbec, J. (2019): Describing Life: Towards the Conception of Howard Pattee.
Linguistic frontiers, 2, 1, s. 1-9.

3) Kucera, Ondrej. Vliv prejimdani pismennych slov na jazykovy systém moderni Cinstiny. Olomouc,
2017. disertacni prace (Ph.D.). Univerzita Palackého v Olomouci, Filozoficka fakulta. (s. 41)

4) BeneSova, M. at al. (2016): Text segmentation for Menzerath-Altmann law testing. Olomouc:
Univerzita Palackého v Olomouci. s. 150.

Faltynek, D.: Konstruovani gramatik DNA a proteosyntézy ze sémantické baze. In: Faltynek, D. GvoZdiak, V.
(eds.): Tygramatika: Soubor studii vénovanych prof. Janu Kofenskému k 75. narozenindm. Praha: Dokotan,
2013, s. 152-184.

5) Lackova, Ludmila. A Linguistic Approach to Protein Folding. Olomouc, 2018. disertacni prace (Ph.D.).
Univerzita Palackého v Olomouci. Filozoficka fakulta (s. 128, 129, 130, 134, 142)

Faltynek, D.: Konstruovani gramatik DNA a proteosyntézy ze sémantické baze. In: Faltynek, D. GvoZdiak, V.
(eds.): Tygramatika: Soubor studii vénovanych prof. Janu Korenskému k 75. narozenindm. Praha: Dokotan,
2013, s. 152-184.

6) Lackova, Ludmila. A Linguistic Approach to Protein Folding. Olomouc, 2018. disertacni prace (Ph.D.).
Univerzita Palackého v Olomouci. Filozoficka fakulta (s. 128, 129, 130, 134, 142)

Faltynek, Dan (2011,13): Sémiotické primitivy v konstrukci gramatik. Testovdni gramatickych popisu jazyka
a DNA. Olomouc: Univerzita Palackého v Olomouci, 169 s.

5) Zamecnik, L. (2014): Filosofie védy. Olomouc: Vydavatelstvi Univerzity Palackého.

6) Lackova, Ludmila. A Linguistic Approach to Protein Folding. Olomouc, 2018. disertacni prace (Ph.D.).
Univerzita Palackého v Olomouci. Filozoficka fakulta (s. 69)

7) Milicka, J. (2015): Teorie komunikace jakozto explanatorni princip prirozené viceurovtiové
segmentace textu. Disertacni prace. Univerzita Karlova v Praze, Filozoficka fakulta. (s. 36)

| Markos, A. — Faltynek, D.: Language Metaphors of Life. Biosemiotics, 2011, 2, 4, s. 171-200.

7) Lackova, Ludmila. A Linguistic Approach to Protein Folding. Olomouc, 2018. disertacni prace (Ph.D.).
Univerzita Palackého v Olomouci. Filozoficka fakulta (s. 44)

8) Lackova, Ludmila, (2018) A Biosemiotic Encyclopedia: an Encyclopedic Model for Evolution, May
2018, Biosemiotics, DOI:0110.1007/s12304-018-9325-z (s. 2)

Marko§, A. (ed.): Jazykovd metafora Zivého. Cerveny Kostelec: Pavel Mervart, 2010, s. 181-188. (Faltynek,
D. — spoluautor, souéasti publikace jsou dvé samostatné staté, jeden preklad a jedna spoluautorska stat,
podili se na copyrightu dila)




9)

Jirousova, Frantiska (2017). Evoluce jako cesta k Bohu v dile Teilharda de Chardin. Disertacni prace.
Univerzita Karlova v Praze, Filozoficka fakulta. (s. 113-15) (citovana pfimo spoluautorska pasaz ze
stran 231-233)

10) Cermak, Radek (2017). Specifika margindini literatury na pfikladé literatury luZickosrbské.

Diplomova préace. Zdpadoceskd univerzita v Plzni (uvedeno v soupisu literatury)

7. Pfehled absolvovanych védeckych nebo odbornych tuzemskych i zahranicnich stazi

1)

2)

3)

4)

5)

6)

7)
8)

University of Wroclaw — prof. dr hab. Adam Pawtowski (expert in quantitative linguistics and digatal
humanities), 2018, 1 tyden

Tai-wan, National Chengchi University, National Taiwan University, National Taiwan Normal
University, Melissa Shih-Hui Lin, Ph.D. (expert in corpus linguistics), 2015, 3. tydny

University of Trier, prof. Dr. Reinhard Kohler (President of International Quantitative Linguistics
Association), 2016 (1 tyden), 2014 (1 tyden)

University of Vienna - Prof. Mag. Dr. Emmerich Kelih (President of International Quantitative
Linguistics Association), 2015 (1 tyden)

University of Graz, Prof. Mag. Peter Grzybek, Dr.phil. (leading personality in quantitative linguistics),
2014 (1 tyden), 2018 (1 tyden)

University of Tartu, prof. Kalevi Kull (President of the International Society for Biosemiotic Studies)
2013, 3 tydny

University of Belgrade, prof. lvan Obradovic (expert in quantitative linguistics), 2012, 1 tyden

Katedra slovenského jazyka Univerzity Komenského v Bratislavé (program CEEPUS), prof. Juraj
Dolnik, 2003, 3 mésice

8. Pfehled feSenych vyzkumnych grantt (fesitel/spoluresitel)

1)

partner v TACR: Interaktivni odborné knihy — redefinice elektronického publikovani v oblasti non-
fikce (TLO200053). r. 2019-2020

2)

spolufesitel/participant grantu EDRF Excelentni vyzkum — Sinofonni pfihranici — Interakce na
okraji: Registracni ¢islo projektu: CZ.02.1.01/0.0/0.0/16_019/0000791 (Meta Unit Linguistics)

3)

hlavni fesSitel projektu Doktorsky program Digital Humanities na Univerzité Palackého v Olomouci
(OPVVV, CZ.02.2.69/0.0/0.0/16_018/0002675), r. 2017-2022

4)

spolufesitel/participant grantu GA CR Teoretickd vychodiska vyuky ceského znakového jazyka
testovand prostrednictvim kvantitativné lingvistickych metod (GA CR), r. 2017-2018

5)

hlavni fesitel IGA projektu Experimentdini a kvantitativni postupy v analyze textu a jazykovd
diverzita, 2015-2016 (interni projekt FF UP)

6)

7 v _ve

hlavni fesitel proof of concept projektu v ramci TACR (TG01010080), Software aplikujici metody
deep learningu na ceské texty, 2014—2015

7)

8)

hlavni feSitel projektu Obecné lingvistickd prolegomena k tvorbé a testovdni gramatiky v ramci
Fondu pro podporu védecké ¢innosti FF UP, 2014-2016 (interni projekt FF UP)

vyzkumny pracovnik v projektu OP VK Lingvistickd a lexikostatistickd analyza ve spoluprdci
lingvistiky, matematiky, biologie a psychologie (CZ.1.07/2.3.00/20.0161, feSeni v letech 2012-2015)




s v _wve

9) hlavni FeSitel projektu OP VK Inovace studia obecné jazykovédy a teorie komunikace ve spoluprdci
s prirodnimi védami (CZ.1.07/2.2.00/28.0076, feseni v letech 2011-2014) (30 monografii + 10
vyukovych material(/skript; vystavba vyzkumné laboratore kvantitativni lingvistiky a
psycholingvistiky; 30 nové vzniklych predmét()

10) spolufesitel/participant grantu GA CR Kognitivni pfistupy k slovnédruhovym zméndm: panchronni
analyza participidlniho adjektiva pritomného v ¢estiné (P406/11/2021, feSeni v letech 2011-2013)

11) spolufesitel/participant rozvojového projektu MSMT Propagace filologickych obort na FF UP

12) spoluresitel/participant rozvojového projektu MSMT Zajisténi persondiniho zézemi pro nové obecné
lingvistické pracovisté na FF UP

13) resitel vnitfniho grantu FF UP Hra jako instrument modelovani dynamické povahy rfeci
14) spolufesitel/participant vnitfniho grantu FF UP Paralely promén ¢eského a svétového cyberpunku

15) spoluresitel/participant a vedouci odborné aktivity obecna lingvistika v projektu OP VK Bohemistika:
obor pro 3. tisicileti

9. Pfednasky na mezinarodnich konferencich/sympoziich
1) University of Tartu 2013: Content and the Expression of the Genetic Code — vyzadana prednaska

2) Qualico 2014, Olomouc: Martina BenesSova, Dan Faltynek, Lukas H. Zamecnik: Menzerath-Altmann
law in differently segmented text

Abstract: The aim of the paper is to test the hypothesis of measuring the influence of different segmentations
of a text by means of the Menzerath-Altmann law (MAL). The initial phase of testing this hypothesis is based
on analyzing one text by means of MAL. The text is, yet, segmented according to various criteria. These
segmentation criteria are set on the basis of the text nature and the form of particular language units and
their hierarchy. In our case study text segmentation is grabbed firstly from the point of view of their acoustic
structure (units are sounds, syllables, stress units), secondly it is based on the orthographical nature of the
text transcription (units are grapheme, syllable, “graphical” word) and finally with respect to morphology
(units are phonemes, morphemes, “graphical” words). Testing the segmentation motivation of MAL
occurrence will, then, gives us the space for considering the text structure and its ability to be identified in
relation to the occurrences of this law.

3) Qualico 2016, Trier: Martina BeneSova, Dan Faltynek, Lukas H. Zamecnik: Functional Explanation
in Synergetic Linguistics.

Abstract: One of the central methodological problems of quantitative linguistics is the question of the nature
of scientific explanation which is available in this linguistic approach. Recently these questions have provoked
many debates (e.g. Meyer, Zamecnik, Milicka) above all in the context of synergeticlinguistics, which is an
example of a successful quantitative linguistics theory. Although such a debate does not conclude
unambiguously, the need for a more accurate delimitation of the concept of functional explanation in
quantitative linguistics can be regarded as an important mutual result. The paper aims at demonstrating the
form and problems of existing functional explanations in quantitative linguistics (Kohler, etc.) and at
introducing variants of functional explanations which are immune to the mentioned problems. The main
support of new forms of functional explanation is the systemic dynamic description of economizing principles
which are normally applied in functional explanations. The suggested approach to functional explanation,
thus, represents a possible alternative to the synergetic hypothesis of quantitative linguistics (Kéhler, etc.).



4)

5)

6)

7)

Qualico 2016, Trier: Vladimir Matlach, Dan Faltynek: Statistical Trends Manifested in Protein
Analysis (Case Study, QUITA)

A Statistical methods available to quantitative linguistics led to finding/corroboration of mathematized
linguistic principles, as e.g. the Menzerath-Altmann law is (MAL). In the fields of bioinformatics and
biolinguistics quantitative approaches inspired by quantitative linguistics were applied solely in the DNA
analysis. Additionally, QUITA represents potential which exceeds such limitations and enables exploration of
the protein structure and functional array. The paper launches the hypothesis on the protein structure and
functional array which shifts proteomics towards systemic dynamic description in which economizing
principles play the leading role. The study shows that unlike quantitative linguistics, proteomics is clearer
evidence of the role which economizing principles play in the general systemic description. Analyses
performed in 9 protein classes due to QUITA software prove that economizing principles manifested as MAL
are employed on the levels (of the so called secondary protein structure) of the protein structural as well as
functional arrays. The paper is evidence of extraordinarily auspicious potential which is represented by the
quantitative linguistics approach in biology (proteomics).

Gatherings in Biosemiotics 2017, Lausanne: Dan Faltynek, Vladimir Matlach, L’'udmila Lackova:
Text Dependency between Length of Protein Secondary Structure and the Protein Size

Already Kant in his Critique of Judgement argued that in living beings, not just the parts form the whole but
also “the whole may conversely, or reciprocally determine in its turn the form and combination of all its
parts”. 1 With this observation, Kant tried to explain the compositional difference between the living
beings and cultural artefacts, between living and non-living, a topic that has been studied in biosemiotics
since its beginning. In natural language, similar relations of reciprocal influence between the whole and its
parts exist and they have been described mathematically by Menzerath-Altmann Law (MAL). 2 MAL is the
specific form of the Zipf's law which is widely used in many scientific fields. For example the Zipf's law was
used for describing the structure of junk DNA and prediction of its function. 3 In our research, we
analysed proteomic sequences with regards to their secondary structures. The result of our analysis is
that there is a strong dependency between protein si ze and average length of its secondary
structures. We recognize that the longer the protein sequence is, the shorter its secondary
structures are. We tested anifestation of the MAL on the randomly created proteins, 4 on the parts
of the junk DNA and these do not exhibit MAL. We will comment on our findings in relation with the
concept of so - called meronomy: “Meaning is made by part - whole relations, and, therefore, semiotics is
meronomy. There is no signification without functional differentiation”. 5 In the case of the protein
structure, we can say that secondary structures are the providers of the protein function (transport,
building, signal function etc.). Thus we may consider function of the protein as a meaning and the
sequence of the secondary structure as a text. 6 In texts of natural language but also in “biotexts” 7,
whole (text) is not only a simple multitude of parts (signs), but there is a more complicated relation
of interdependency and this can be explained by the emergence of meaning as “made by part - whole
relations”.

Norway Grants — University of Oslo 2017: Language of the Voynich manuscript - what we can chip
in — vyZzadana prednaska

In this section, | would like to present some methods of quantitative text analysis which we use in our
research. Quantitative metrics of the text depends on the amount of graphemes in the text, length of the text
etc. However, the combination of the phonemes and words (including word order) is more influential to the
text structure. The combination of language units is described by the n-gram technique. Using this technique,
we can cluster languages - the token length-frequency spectrum is very useful in this case. The frequency of
n-grams or language units is the main factor which effects the manifestation of the Zipf's law and Menzerath-
Altmann law. Both of these laws are considered as detectors of language or another structure. By these laws,
we can test the language levels of our text description. In our research, we use these laws for corrections of
grammar design (segmentation of the text, sign language, DNA structure). For example, | will use these
quantitative methods for describing the language of the Voynich manuscript (VM). | will present some
analyses of the VM quantitative metrics, syntax, language type, encryption and language features in general.
By the example of some herbal words, | would like to show the type of word order of the VM.

Qualico 2018, Wroclaw: Lukas Hadwiger Zamecnik — Jan Andres, Dan Faltynek: What is a linguistic
law?

10



8)

9)

The article deals with the notion of the law in linguistics. The main topic of the article is the treating of the
concept of law in quantitative linguistics. We shortly summarize formulations of some kind of law in linguistic
(for instance in historical and comparative linguistics) and law-like linguistic principals described by some
linguistic disciplines or approaches. From the standpoint of philosophy of science we propose some
requirements for the usage of the concept of law in linguistics.

Qualico 2018, Wroclaw: Jan Andres, Jiti Langer, Dan Faltynek and Lukas Zamecnik
Some aspects of a sign language quantitative analysis.

We would like to point out some aspects of a sign language quantitative analysis. For this aim, we will present
our preliminary results concerning the quantitative analysis of the Czech sign language. Some methodological
problems which rose in the processing of sign language quantitative analysis will be also discussed. The
exploration based on 30 five minutes long dialogues has been focused on the basic text quantitative metrics
(entropy, TTR, repeat rate, token length frequency spectrum, average token length, etc.). The second part of
our investigation is oriented to the text laws. In particular the Menzerath-Altmann law and the Zipf's law are
taken into account with this respect. For the application of the Menzerath-Altmann law, we discuss the
appropriate segmentation of the sign language text. Our segmentation concerns sentences, clauses, words
and signs. On these levels we have been testing a possible validity of the Menzerath-Altmann law in the sign
language text. The main problem of such a segmentation is to identify the sign structure (analogously to the
phonetic system).

Gatherings in Biosemiotics 2019: Moscow: spolecné s L’'udmilou Lackovou (ptispévek: Iconicity vs.
indexality of proteins) a Hanou Owsiankovou (pfispévek: Cabbage: underrated world wonder)

10. Clenstvi a funkce v komisich, radach nebo jinych organech souvisejicich s oborem

1)
2)

3)

4)

5)

Clen rady panelu filologie na MSMT 2016
Clen kolegia dékana FF UP (2012-2017)

Clen oborové rady doktorského studia obecnd jazykovéda a teorie komunikace, Filozofickd fakulta
Univerzity Palackého

Clen redakéni rady ¢asopisu Czech and Slovak Linguistic Review

Clen redakéni rady ¢asopisu Linguistic Frontiers

11. TFi témata habilitacni prednasky

1)

2)

Jazykova metafora DNA

Geneticky kod je od pocatku svého formulovani popisovan na pozadi pfirozeného jazyka.
Molekularni genetika a pribuzné biologické discipliny vyuZily velké mnozstvi termin( z oblasti
lingvistiky a filologie. V souvislosti s genetickym kédem se mluvi o jeho translaci, transkripci a cteni,
popis struktury DNA mluvi o pismenech a kédovych slovech. Adekvatnost vyufZiti téchto koncept(
v oblasti molekularni biologie deklaroval Roman Jakobson, ktery navic zddraznil totoZnost struktury
genetického kddu a pfirozeného jazyka. V prabéhu poslednich padesati let se nejriiznéjsich analogii
jazyka a DNA objevilo nespodet. Pfednaska chce nastinit nejen jejich prehled, ale také zpUsob,
jakym mohou byt hodnoceny jako adekvatni z hlediska nakladani se strukturou pfirozeného jazyka
a univerzdlnimi ptredpoklady struktury kédu.

Lingvistické metody v analyze genetického textu

Pfrednaska struc¢né predstavi historii vyuziti lingvistickych zplsob( analyzy textu, které byly
preneseny na analyzu genetického textu — DNA, RNA a protein(l. Zaméfi se na ty analyzy, které
mohou vést k aplikacim nebo predikuji zavéry pozdéjsich vyzkumi molekularni biologie. Prikladem
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je napf. predikce funkce nekddujici DNA na zakladé uziti Zipfova zakona, analyzy projevi
Menzerath-Altmannova zakona na sekundarni strukture proteini a jinych casti biopolymerd,
nastinény budou moZnosti wvyuZiti lingvistickych metod v analyze pfibuznosti organismu
(molekularni fylogenetika). Centrem prednasky budou analyzy provedené vyzkumnym tymem
uchazece.

3) Woérter und Sachen s uZitim genetiky

Prednaska predstavi zplisob vyuZiti poznatk( z oblasti genetiky v oblasti etymologie, respektive
upozorni na moznosti popisu historie kulturnich jevl spolecné za uZiti hlediska lingvistického,
historického, agrikulturniho atd. Uchaze¢ predstavi soucasny stav vyzkumu historie a taxonomie
rodu Brassica (brukev), ktery je velmi dobfe etablovany v oblasti biologické taxonomie. V oblasti
historické a lingvistického vyzkumu se ovsem v poslednich letech vedou spory o to (Maggioni 2018),
jaky je plGvod pojmenovani a kulturniho vyuZiti plodin rodu Brassica. Na tuto otazku se uchazec
pokusi odpovédét na zakladé kombinace lingvistického a genetického vyzkumu. Timto zplsobem
navaze na tradi¢ni pfistup k vyzkumu filologie zahrnovany pod $kolu slov a véci.

12. Téma verejné habilitacni prednasky
Co koduje geneticky kdd

Geneticky kéd je vSeobecné znamym védeckym konceptem. Soucasna populace vnima Zivotni perspektivy
své a svych blizkych s predpokladem dédéné genetické informace. Pojeti genetického kdédu bylo
formulovano v padesatych letech dvacatého stoleti a je od té doby nezpochybnitelnym védeckym
reziduem. Z hlediska toho, jak si kdd predstavuji védy o jazyce, stoji ale DNA zcela mimo jeji zajem —véda o
znacich (sémiotika) genetické jevy tradi¢né do své typologie znak( nevpousti. V oblasti biologie se naopak
stava kod zajistujici manipulaci s genetickou informaci jen otdzkou terminologickou — z hlediska zplsobu,
jakym by se o genetickych mechanismech mélo mluvit, jako napf. o pismenech a slovech genetického textu.
To ovsem neznamend, Ze by pro biologické védy mély mit tyto jevy jakoukoliv spojitost s jazykem.
Prednaska ukaze, Ze tradicni pojeti genetického kddu je chybné. Stejné jako nelze napsat Rémea a Julii
dopravnimi znackami neni za reprezentaci genetické informace v genové fizenych procesech pfimo
odpovédny fetézec DNA, jak tabulka genetického kédu ukazuje. Prednaska napovi, kdy Ize v oblasti genové
fizenych procesll v organismu mluvit o kodu.
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